
Fig .2. Clone M-1 E7 vs.various antigens 
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Fig.2a. 

anti-melamine Vhh 3rd pan (zepan C3-1) 
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Dilution of Ecoli Supernatant 



Fig.2b. 

anti-melamine Vhh-variation of antigen concentration 
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Fig.5. 



VhhM-1E7 



CAGGTGCAGCTGGTGGAGTCTGGGGGAGGATTGGTGCAGG 

' — — < i ■ 1 I 1 - I 1 1 1 1 * 1 — I I ' h 

CAC CGGTAGTAGTTATGC CATGG GCTGGTTCCGCCAGG CTCCAGGGT^GGAGCGTGAGTTICTAGCX^CTATTAGCCGG A 

1 1 1 1 1 1 1 1 i I 1 1 i 1 1 H 

GCG GTAGT AGGAC ATATT ATGCAGACTC CGTGAAGGGC CGATT CACCAT CTCCAGAGAC AACGC CAAGAACACGGTGTAT 

1 1 1 1 ~H I I ■ 1 1 i — ■ I ■ — i 1 ■ ■ ■ ■ » ■ I- 

CTG CAAAT GAGCA GCCTG AAACC TGAGG ACACG GCCGTTTATT ACIX3TAATTAC GGAAG AATAA CGCGC GATTATTCGAA 

' 1 • 1 ■ 1 i 1 1 1 1 ■ I 1 1 1 1- 

CTACTGGG GCCAG GGGAC CCAGGTCACC GTCTCCTCAGC 
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VhhM-1G11 



GCGGTGCAGCTGGTGGAGTCTGGGGGAGGCTTGGTGCAGCCTGGGGGGTCTCT 
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CAT CAC CAGTATG AATGC CATGG CCTGG TACCG CCAGG CTCCA GGGAAG CAGCG CGAGT TGGTC GCAGC TATTA CTAGG A 
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GTGGTAACACAAACTATGCAGACTCCGrGAAGGGCCGATTCAC CATCTCCAGAGACAACGCCAAGAACACGGTGTATCT , G 
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CAAATGAA CAG CC TGAAA CCTGAGGACA CGGCC GTCTA TTACT GTAAAA CAGTG GCTTC CGCGC GCTAC TGGGG CCAGG G 
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GAC CCAGGTCACC ATCTC CTCAG C 
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